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C13 Arg — A (15.20%)

>sp|P04083 |ANXA1l HUMAN Annexin Al OS=Homo sapiens GN=ANXAl PE=1
Sv=2
MAMVSEFLKQAWFIENEEQEYVQTVKSSKGGPGSAVSPYPTFNPSSDVAALHKAIMVKGV
DEATIIDILTKRNNAQROQOQIKAAYLOETGKPLDETLKKALTGHLEEVVLALLKTPAQFDA
DELRAAMKGLGTDEDTLIEILASRTNKEIRDINRVYREELKRDLAKDITSDTSGDFRNAL
LSLAKGDRSEDFGVNEDLADSDARALYEAGERRKGTDVNVFNTILTTRSYPQLRRVFQKY
TKYSKHDMNKVLDLELKGDIEKCLTAIVKCATSKPAFFAEKLHQAMKGVGTRHKALIRIM
VSRSEIDMNDIKAFYQKMYGISLCQAILDETKGDYEKILVALCGGN

C13 Arg — B (33.30%)

>sp|P04083 |ANXA1 HUMAN Annexin Al OS=Homo sapiens GN=ANXAl PE=1
sSv=2
MAMVSEFLKQAWFIENEEQEYVQTVKSSKGGPGSAVSPYPTFNPSSDVAALHKATIMVKGV
DEATIIDILTKRNNAQRQOIKAAYLQETGKPLDETLKKALTGHLEEVVLALLKTPAQFDA
DELRAAMKGLGTDEDTLIEILASRTNKEIRDINRVYREELKRDLAKDITSDTSGDFRNAL
LSLAKGDRSEDFGVNEDLADSDARALYEAGERRKGTDVNVENTILTTRSYPQLRRVFEFQKY
TKYSKHDMNKVLDLELKGDIEKCLTATIVKCATSKPAFFAEKLHQAMKGVGTRHKALTIRIM
VSRSEIDMNDIKAFYQKMYGISLCQATILDETKGDYEKILVALCGGN

C13 Lys— A (28.40%)

>sp|P04083 |ANXA1l HUMAN Annexin Al OS=Homo sapiens GN=ANXAl PE=1
Sv=2
MAMVSEFLKQAWFIENEEQEYVQTVKSSKGGPGSAVSPYPTEFNPSSDVAALHKAIMVKGV
DEATIIDILTKRNNAQROQOQIKAAYLOQETGKPLDETLKKALTGHLEEVVLALLKTPAQFDA
DELRAAMKGLGTDEDTLIEILASRTNKEIRDINRVYREELKRDLAKDITSDTSGDEFRNAL
LSLAKGDRSEDFGVNEDLADSDARALYEAGERRKGTDVNVENTILTTRSYPQLRRVEFQKY
TKYSKHDMNKVLDLELKGDIEKCLTAIVKCATSKPAFFAEKLHQAMKGVGTRHKALIRIM
VSRSEIDMNDIKAFYQKMYGISLCQAILDETKGDYEKILVALCGGN

C13 Lys — B (35.70%)

>sp|P04083 |ANXA1 HUMAN Annexin Al OS=Homo sapiens GN=ANXAl PE=1
sSv=2
MAMVSEFLKQAWFIENEEQEYVQTVKSSKGGPGSAVSPYPTFNPSSDVAALHKATIMVKGV
DEATIIDILTKRNNAQRQOIKAAYLQETGKPLDETLKKALTGHLEEVVLALLKTPAQFDA
DELRAAMKGLGTDEDTLIEILASRTNKEIRDINRVYREELKRDLAKDITSDTSGDFRNAL
LSLAKGDRSEDFGVNEDLADSDARALYEAGERRKGTDVNVENTILTTRSYPQLRRVEFQKY
TKYSKHDMNKVLDLELKGDIEKCLTATIVKCATSKPAFFAEKLHQAMKGVGTRHKALTIRIM
VSRSEIDMNDIKAFYQKMYGISLCQATILDETKGDYEKILVALCGGN
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Supplementary Figure 6c¢: Amino acid sequence of Annexin Al and its identified
peptides.

Figure to show the percentage coverage of the full amino acid sequence of Annexin Al that is
represented by the peptide sequences identified in all four SILAC experiments. (The amino

acids highlighted in red bold represent identified peptides).



