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   1 term 


regulation of cell

differentiation GO:0045595


FDR: 2.1E-4 FWER: 3.7E-3

p-Value: 1.7E-5


is a


   2 terms 


   2 terms 
   1 term 


   1 term 
is a


   1 term 


   4 terms 


   4 terms 
   3 terms 
is a


   1 term 


sex differentiation GO:0007548

FDR: 2.1E-2 FWER: 6.3E-1


p-Value: 3.2E-3


is a


is a

sex determination GO:0007530


FDR: 8.9E-3 FWER: 2.7E-1

p-Value: 1.0E-3


is a


is a


part of


part of


negative regulation

of neuron


differentiation GO:0045665


FDR: 7.8E-4 FWER: 1.9E-2

p-Value: 7.5E-5


   1 term 
regulates
   1 term 
   1 term 


forebrain neuron


differentiation GO:0021879

FDR: 1.4E-2 FWER: 4.4E-1


p-Value: 1.8E-3


is a


neuron fate


commitment GO:0048663

FDR: 2.7E-5 FWER: 3.1E-4


p-Value: 1.7E-6


part of


spinal cord

association neuron


differentiation GO:0021527


FDR: 1.3E-2 FWER: 4.2E-1

p-Value: 1.6E-3


is a


spinal cord motor


neuron differentiation GO:0021522

FDR: 4.0E-4 FWER: 8.0E-3


p-Value: 3.3E-5


is a


is a


   1 term 
   1 term 


part of


embryonic development


ending in birth

or egg hatching GO:0009792

FDR: 3.3E-2 FWER: 8.3E-1


p-Value: 4.6E-3


is a


part of


chordate embryonic

development GO:0043009


FDR: 2.7E-2 FWER: 7.4E-1

p-Value: 3.8E-3


is a 
is a


regulation of cell

development GO:0060284


FDR: 2.3E-2 FWER: 6.7E-1

p-Value: 3.4E-3


is a


   3 terms 


is a


is a


cell differentiation GO:0030154

FDR: 1.5E-5 FWER: 1.5E-4


p-Value: 8.1E-7


is a


regulates


regulates
part of 
part of


   1 term 


is a


mesenchymal cell

differentiation GO:0048762


FDR: 9.0E-5 FWER: 1.4E-3

p-Value: 6.6E-6


is a


cell differentiation


in spinal cord GO:0021515

FDR: 1.2E-5 FWER: 1.1E-4


p-Value: 5.9E-7


is a


   3 terms 
is a


glial cell


development GO:0021782

FDR: 1.7E-2 FWER: 5.3E-1


p-Value: 2.1E-3


   1 term 


   1 term 


is a


   2 terms 
   2 terms 


   1 term 


   1 term 


   1 term 


   4 terms 
   3 terms 
part of 
part of
part of


   1 term 

protein localization GO:0008104


FDR: 4.8E-2 FWER: 9.4E-1

p-Value: 8.0E-3


   1 term 


localization of cell GO:0051674

FDR: 6.3E-4 FWER: 1.5E-2


p-Value: 6.5E-5


is a


   3 terms 


   2 terms 


   3 terms 
   3 terms 


   1 term 


   2 terms 


   3 terms 
   3 terms 


part of


is a 
part of


is a


is a 
is a


is a
is a


   4 terms 


part of 
is a
is a
is a 
is a 
is a


   1 term 


   1 term 


part of
part of


   2 terms 


regulates


part of 
part of


part of


is a


is a
is a 
is a


   3 terms 


   2 terms 


regulates


   2 terms 
   1 term 


is a


regulates


   3 terms 


   2 terms 


mesenchymal cell

development GO:0014031


FDR: 9.0E-5 FWER: 1.4E-3

p-Value: 6.6E-6


part of


neural crest cell

development GO:0014032


FDR: 1.2E-3 FWER: 3.2E-2

p-Value: 1.3E-4


is a


is a 
is a


   1 term 


   2 terms 
regulates


   1 term 
   2 terms 


is a


is a


   3 terms 


is a
is a


part of


is a


   1 term 


   1 term 


is a 
is a 
is a


   4 terms 


is a
is a 
is a
is a


   2 terms 
   2 terms 


   1 term 


   4 terms 
   3 terms 


part of 
part of


is a


regionalization GO:0003002

FDR: 2.5E-5 FWER: 2.8E-4


p-Value: 1.5E-6


anterior/posterior

pattern formation GO:0009952


FDR: 3.5E-3 FWER: 1.0E-1

p-Value: 3.9E-4


is a


dorsal/ventral pattern

formation GO:0009953


FDR: 2.3E-3 FWER: 6.7E-2

p-Value: 2.6E-4


is a


proximal/distal pattern

formation GO:0009954


FDR: 1.1E-3 FWER: 2.7E-2

p-Value: 1.1E-4


is a


response to vitamin

A GO:0033189


FDR: 7.2E-4 FWER: 1.7E-2

p-Value: 6.6E-5


is a


response to retinoic


acid GO:0032526

FDR: 1.3E-3 FWER: 3.5E-2


p-Value: 1.3E-4


is a


   1 term 


is a


   1 term 


is a


   1 term 


is a 
is a
is a
is a


   2 terms 


cell migration GO:0016477

FDR: 2.1E-4 FWER: 3.8E-3


p-Value: 1.7E-5


is a


neural crest cell


migration GO:0001755

FDR: 2.5E-3 FWER: 7.3E-2


p-Value: 2.8E-4


is a


is a


is a


protein targeting GO:0006605

FDR: 1.8E-2 FWER: 5.6E-1


p-Value: 2.4E-3


is a


is a
part of 
part of


is a 
   2 terms 


part of


is a


cell motility GO:0048870

FDR: 6.0E-4 FWER: 1.4E-2


p-Value: 6.2E-5


part of


is a


is a


is a


part of


part of


part of


part of


part of 
is a
is a


neuron fate


specification GO:0048665

FDR: 7.6E-4 FWER: 1.8E-2


p-Value: 6.8E-5


is a


neural crest cell

differentiation GO:0014033


FDR: 1.2E-3 FWER: 3.1E-2

p-Value: 1.3E-4


part of


part of


is a


is a


part of 
is a


is a 
is a
is a


   2 terms 


is a


   2 terms 


anti-apoptosis GO:0006916

FDR: 1.2E-3 FWER: 3.2E-2


p-Value: 1.3E-4


is a


is a


is a


   1 term 


melanocyte

differentiation GO:0030318


FDR: 4.7E-2 FWER: 9.4E-1

p-Value: 7.6E-3


is a


is a


part of 
is a


part of


part of 
part of


lateral line

system development GO:0048925


FDR: 2.7E-2 FWER: 7.4E-1

p-Value: 3.6E-3


is a


part of 
part of 
part of
part of


part of 
part of
is a
is a 
is a


part of


is a


is a 
is a


is a


